Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.004 Å; R factor = 0.039; wR factor = 0.109; data-to-parameter ratio = 11.3.
In the title salt, C 6 H 9 N 2 + ÁNO 3 À , the 2-amino-5-methylpyridinium cation and the nitrate anion are cyclically linked through pyridinium and amine N-HÁ Á ÁO hydrogen bonds [graph set R 4 3 (12)]. These units are extended into a zigzag chain structure lying parallel to the a axis, through a second cyclic R 2 2 (8) association involving amine N-HÁ Á ÁO and aromatic C-HÁ Á ÁO hydrogen bonds to nitrate O-atom acceptors.
Related literature
For supramolecular architectures, see : Wang et al. (2012) . For the potential of amine derivatives to form metal-organic frameworks, see: Manzur et al. (2007) ; Ismayilov et al. (2007) ; Austria et al. (2007) . For related structures, see : Nahringbauer & Kvick (1977) ; Sherfinski & Marsh (1975); Zaouali Zgolli et al. (2009); Dai (2008) . For graph-set analysis, see : Etter et al. (1990) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). 
Data collection: SMART (Bruker, 2000) ; cell refinement: SAINT (Bruker, 2000) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL. In the area of predictable assembly of supramolecular architectures, more and more attention has been paid to crystals built from various organic components with specific functional groups (Wang et al., 2012) . Because derivatives of the amino acids have the biological activity and amine derivatives have potential to form metal-organic frameworks (Manzur et al., 2007; Ismayilov et al., 2007; Austria et al., 2007) , compounds having such functional groups have received considerable attention. The crystal structures of the molecules 2-amino-5-methylpyridine (Nahringbauer & Kvick, 1977) , 2-amino-5-methylpyridine hydrochloride (Sherfinski & Marsh, 1975) , 2-amino-5-chloropyridinium nitrate (Zaouali Zgolli et al., 2009) , and 2-amino-5-cyanopyridinium nitrate (Dai, 2008) have been reported in the literature. We report here the single-crystal structure of the title salt, 2-amino-5-methylpyridium nitrate, C 6 H 9 N 2 + . NO 3 -, which was the product obtained in the attempted preparation of a Schiff base Sm III complex using Sm(NO 3 ) 3 . 6H 2 O.
In the title salt ( Fig. 1) , the 2-amino-5-methylpyridinium cation and the nitrate anion are cyclically linked through pyridinium and amine N-H···O hydrogen bonds [graph set R 3 4 (12) (Etter et al., 1990) ] (Table 1) . These units are extended into a one-dimensional zigzag chain structure lying parallel to the a axis, through a second cyclic R 2 2 (8) association involving amine N-H···O and aromatic C-H···O hydrogen bonds to nitrate O-acceptors (Fig. 2) .
Experimental 2-Amino-5-methylpyridine (0.324 g, 3 mmol) and 1,3-dihydroxyacetone dimer (0.270 g, 1.5 mmol) were dissolved in methanol (10 ml) and this solution was stirred for 6 h at 333 K. Sm(NO 3 ) 3 . 6H 2 O (0.667 g, 1.5 mmol) was then added and the solution was stirred for a further 4 h. This solution was evaporated in air at room temperature, affording paleyellow needle-shaped crystals suitable for X-ray analysis.
Refinement
All H-atoms were positioned geometrically and refined using a riding model, with the following constraints: C-H(aromatic) = 0.93 Å, C-H(methyl) = 0.96 Å and N-H = 0.86 Å, with U iso (H) = 1.2U eq (N or aromatic C) or U iso (H) = 1.5U eq (methyl C).
Computing details
Data collection: SMART (Bruker, 2000) ; cell refinement: SAINT (Bruker, 2000) ; data reduction: SAINT (Bruker, 2000) ; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication:
SHELXTL (Sheldrick, 2008 The structure and atom-numbering scheme of the title compound, showing 30% probability displacement ellipsoids. ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (

